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Discovery in bowel cancer research might raise healing 
chances and survival rates 
 
Lausanne, 10 November 2015 - Scientists have shown that bowel cancer can be classified as 
four distinct diseases – each with a different diagnosis. The study results have been 
published in Nature Medicine. This knowledge will likely help develop personalized treatment 
options and improve patient survival. 
Bowel cancer or colorectal cancer (CRC) is one of the most frequent cancers and 
unfortunately today still leads to the death of the patient in about half of the cases. The 
outcome and the response to drug treatment vary substantially from one patient to another. 
 
 
The study consortium includes scientists from the UK, the Netherlands, France, the USA, Hong Kong and 
Switzerland, which is represented by Mauro Delorenzi, Group Leader at SIB Swiss Institute of Bioinformatics 
and at the University Lausanne Ludwig Cancer Center. The scientists came together to analyse and interpret 
data related to the diversity among the colorectal cancers (CRCs) of different patients, and to facilitate clinical 
translation of the knowledge about this diversity. The consortium coupled clinical data with laboratory data and 
modern genomics data from more than 4,000 patients in order to reach an agreement on how to understand 
and consolidate previously published molecular classifications of the disease.  
 
The results of this study have now been published in Nature Medicine: The consortium agreed on one system 
with four groups or subtypes, into which nearly all tumours could be classified, so-called Consensus Molecular 
Subtypes (CMSs). The criterion used to distinguish the CMS subtypes is the set of most active genes that 
dictate the behaviour of each tumour and not the type of bowel tissue it affects or any other traditional criterion 
used in pathology. The tumours of the same subtype likely react in similar ways to a given treatment, while 
tumours of different subtypes might react very differently. In other words, the treatment given to a patient 
should be optimized by knowing the tumour subtype. 
 
“This new classification could help achieve better outcomes. The CMS-1 tumours for example might be the 
most responsive to immunotherapies and patients might get high benefit from this kind of treatment. The CMS-
4 tumours are the most aggressive ones and the patient might benefit from a more intense treatment, and one 
that combats their specific aggressive features. In conclusion, each subtype requires a specific treatment plan 
and these should be developed in the next phase of research”, summarizes Delorenzi on the contribution of 
this knowledge to personalized treatment options.  
The results give hope that this new discovery might lead to a more efficient treatment of bowel cancer and 
improve the current survival rates. 
 
Link to the article: http://www.nature.com/nm/journal/v21/n11/full/nm.3967.html 
 
About SIB Swiss Institute of Bioinformatics 
 
The SIB Swiss Institute of Bioinformatics is an academic not-for-profit foundation. Its mission is to lead and 
coordinate the field of bioinformatics in Switzerland. Its data science experts join forces to advance biological 
and medical research and enhance health by i) providing the national and international life science community 
with a state-of-the-art bioinformatics infrastructure, including resources, expertise and services; ii) federating 
world-class researchers and delivering training in bioinformatics. It includes some 60 world-class research and 



 

service groups and some 700 scientists in the fields of genomics, transcriptomics, proteomics, evolution, 
population genetics, systems biology, structural biology, biophysics and clinical bioinformatics. 
 
www.isb-sib.ch 
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